Summary. A simple analytical procedure derived from that described by Zinn and Owens (1980) , based on the determination of nucleic purine bases (RNA eq), was carried out to measure microbial nitrogen flow in the ruminant duodenum. Several procedures for sample preservation were tested ; the efficiency of each step of the analytical method was also determined using high performance liquid chromatography (HPLC). The proposed method (RNA eq) was compared with two other methods considered as references (2-6 diaminopimelic acid and 35 S incorporation) and microbial nitrogen flow was measured in defaunated sheep.
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The recovery of purine bases analysed by the Zinn and Owens method was generally good (101 % pure bases ; 90 % when bases were added to bacterial samples ; 96 % when added to yeast RNA).
The HPLC measurements allowed us to conclude that this spectrophotometric method is specific for purine bases, all pyrimidine bases being eliminated. Moreover, it was found that the method must be used on freeze-dried samples ; storage at + 4 °C, defatting or freezing gave incorrect results. Using the described assay, we observed that microbial nitrogen flow at the duodenum of defaunated sheep was not significantly different from that obtained using more traditional markers such as sulphur-35 incorporation or diaminopimelic acid.
Introduction.
The utilization of nucleic acids as a marker for quantifying microbial synthesis in the rumen was first suggested by Gausseres and Fauconneau 119651. A series of studies on the utilization of this marker was completed by McAllan and Smith (1969 , 1972 , 1973 in which these authors reported its advantages and disadvantages. The analytical procedure for determining acids is so long and laborious that it is difficult to apply this method to trials which provide large quantities of samples. Some workers use a simpler analytical procedure (Topps and Elliott, 1965) or determine nucleic acid purine bases (McDonald, 1954 Rumen contents and duodenal digesta were sampled as described by Thivend and Jouany (1983) . The digesta flow was estimated using chromium mordanted lucerne hay as a marker for both diets, prepared as described by Uden et a/. (1980) Other markers. &horbar; Chromium was determined by the method of Mathieson (1970) . 35 S was determined as described by Mathers and Miller (1980) , while DAP was analysed using ion-exchange chromatography (Collombier, 19811. Step 4: different types of filters (paper or glass) and different pore sizes were tested. Filtration using n° 5 glass filters with vacuum eliminated all the black solid particles present in the liquid after oxidation. Perchloric acid, however, reacted with the glass filters which had to be changed every 100 samples. Steps 6 and 7 : the recovery rate of the « Ag-purine » complex by centrifugation must be quantitative. Our study shows that this condition was reached with 25,000 x g for 15 min.
Step 9: many fine particles (probably chlorides) were present in the liquid containing purine bases when the « Ag-purine » complex was dissolved in step 8 The abnormal values obtained with the wet duodenal or bacterial samples could be due to several factors : the water in the wet samples diluted the perchloric acid (7 N) used for nucleic acid hydrolysis to 2.7 N in the wet digesta and to 5.8 N in the wet bacterial samples. Moreover, the samples hydrolysed in this study were rich in organic matter which would utilize an unknown proportion of the added perchloric acid for its digestion. These losses would limit the true amount of perchloric acid available for nucleic acid hydrolysis in the wet samples, although Loring (1955) 
